
This source data file contains the raw measurements used to generate the scatter plot 
shown in the main figure. Each row corresponds to a single nucleus. 

The columns are: 

Mean Intensity GFP Mean fluorescence intensity of the GFP signal for each nucleus (y-
axis of the scatter plot). 

Total Intensity DAPI: Total fluorescence intensity of the DAPI signal for each nucleus (x-
axis of the scatter plot). 

Cell type and treatment: Experimental group corresponding to each nucleus (B-M10 = 
BromoTag-Mcm10; d-R4 = dTAG-Recql4; cl18 = clone number 18). This column contains 
multiple conditions and can be filtered.  


